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SEQUENCE LISTING 

<110> Hammond, Philip W. 
Lipovsek, Dasa 

<12 0> METHODS FOR PRODUCING NUCLEIC ACIDS 

LACKING 3 ' -UNTRANSLATED REGIONS AND OPTIMIZING CELLULAR 
RNA- PROTEIN FUSION FORMATION 

<130> COTH-P03-504 

<140> US 10/646,985 
<141> 2003-08-21 

<150> US 09/910,518 
<151> 2001-07-20 

<150> US 09/374, 962 
<151> 1999-08-16 

<150> US 60/096,818 
<151> 1998-08-17 

<160> 8 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 27 
<212> DNA 
<213> Unknown 

<220> 

<223> oligonucleotide primer 
<220> 

<221> misc_feature 

<222> 19, 20, 21, 22, 23, 24 

<223> n = A,T,C or G 

<400> 1 

gcttgctgga gtgcgagtnn nnnncta 

<210> 2 
<211> 27 
<212> DNA 
<213> Unknown 

<220> 

<223> oligonucleotide primer 
<220> 

<221> misc_feature 

<222> 19, 20, 21, 22, 23, 24 

<223> n = A,T,C or G 




<400> 2 

gcttgctgga gtgcgagtnn nnnntta 
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<210> 3 
<211> 27 
<212> DNA 
<213> Unknown 

<220> 

<223> oligonucleotide primer 
<220> 

<221> misc_feature 

<222> 19, 20, 21, 22, 23, 24 

<223> n = A,T,C or G 

<400> 3 

gcttgctgga gtgcgagtnn nnnntca 

<210> 4 
<211> 28 
<212> DNA 
<213> Unknown 

<220> 

<223> oligonucleotide primer 
<220> 

<221> misc_feature 
<222> 27 

<223> h= A,C or T 
<220> 

<221> misc_feature 
<222> 28 

<223> n = A,T,C or G 
<400> 4 

taatacgact cactataggg gggggghn 

<210> 5 
<211> 44 
<212> DNA 
<213> Unknown 

<220> 

<223> oligonucleotide primer 
<220> 

<221> misc_feature 

<222> 36, 37, 38, 39, 40, 41, 42, 43, 44 
<223> n = A,T,C or G 

<400> 5 

gccttatcgt catcgtcctt gtagtcgaaa ctagannnnn nnnn 

<210> 6 
<211> 36 
<212> DNA 
<213> Unknown 



<220> 
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<223> oligonucleotide primer 
<220> 

<221> misc_feature 

<222> 28, 29, 30, 31, 32, 33, 34, 35, 36 
<223> n = A,T,C or G 

<400> 6 

ggacaattac tatttacaat tacaatgnnn nnnnnn 3 6 

<210> 7 
<211> 39 
<212> DNA 
<213> Unknown 

<220> 

<223> oligonucleotide primer 
<400> 7 

taatacgact cactataggg acaattacta tttacaatt 39 

<210> 8 
<211> 33 
<212> DNA 
<213> Unknown 

<220> 

<223> oligonucleotide primer 



<400> 8 

agaagatgcg cgatcgtcat cgtccttgta gtc 



33 



